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-Kathy Niakan(The Francis Crick Institute, UK)
http://www.nature.com/news/uk-scientists-gain-licence-to-edit-genes-in-human-embryos-1.19270

-Frederik Lanner (Karolinska University, Sweden)
http://www.nature.com/news/gene-editing-research-in-human-embryos-gains-momentum-1.19767
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Blakeley P, et al. "Defining the three cell lineages of the human blastocyst by single-cell RNA-seq.” Development 2015.
Blakeley P, et al. "Defining the three cell lineages of the human blastocyst by single-cell RNA-seq.” Development 2015.

Petropoulos S, et al. "Single-Cell RNA-Seq Reveals Lineage and X Chromosome Dynamics in Human Preimplantation
Embryos."” Cell 2016.


http://www.nature.com/news/uk-scientists-gain-licence-to-edit-genes-in-human-embryos-1.19270
http://www.nature.com/news/gene-editing-research-in-human-embryos-gains-momentum-1.19767
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-Puping Liang, et al. "CRISPR/Cas9-mediated gene editing in human tripronuclear zygotes."” Protein & Cell 2015.
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-Anton T, et al. "Visualization of specific DNA sequences in living mouse embryonic stem cells with a
programmable fluorescent CRISPR/Cas system."” Nucelus 2014,

-Ma H, et al. "Multcolor CRISPR labeling of chromosomal loci in human cells”. PNAS 2015.

-Ma H, et al. "Multiplexed labeling of genomic loci with dCas9 and engineered sgRNAs using
CRISPRainbow". Nat Biotechnol 2016.
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-Konermann S, et al. "Genome-scale transcriptional activation by an engineered CRISPR-Cas9 complex.’
Nature 2015.

-Liu XS, et al. "Editing DNA Methylation in the Mammalian Genome". Cell 2016.

-Morita S, et al. "Targeted DNA demethylation in vivo using dCas9-peptide repeat and scFv-TET1
catalytic domain fusions.” Nat Biotechnol 2016
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