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CRISPR/Cas9 v X7 L

http://science.sciencemag.org/content/337/6096/816.figures-only

HECLHHEE XN EEDEY
[T HEGREVATLESR
FTHELNLN TN =, TDY
A T L [X CRISPR (clustered
regularly interspaced short
palindromic repeat) &FEIEN S
RNAEDNAYI BT B2 % TH S Cas
(CRISPR-associated) 2> /\%
B&XYR s 4 (Horvath and
Barrangou, 2010; Wiedenheft
et al., 2012),


http://science.sciencemag.org/content/337/6096/816.figures-only

CRISPR/CasOIZ LB ELFHRZEDEE

ROAZFEWERAWT, FALFT—EEGEFD29M1FB DCETIZHZELT
MREz RiEadE . EBAYVRZEZBRABITHELT,

L@AE—E wEsl |
4~ ) L\DNAFZ 51|

GTGCACCATC| TGGACCTCAG| TTCCCCTTCA| AMYGGGTGEA| TGACCLGTGAG| TCCTGGECTT| CTGTGTTTTA| TAATAGGACC| TGCCAGTGET| C
CACGTGGTAG| ACCTGRAGTC| AAGGGGAAGT| TTCLLUACCT ﬂ«CTGGl'EmC GGA| GACACAAAAT| ATTATCCTGG| ACGLTCACGA| G

GTGCACCATC| TGGACCTCAG| TTCCCCTTCA| AAGGGGIGGA! TGACATITGAG] TCCTGEECCT| CTGTGTTTTA| TAATAGGACT| TGOCAGTGCT| ©
ZEBA1KRENF—F1)TDNAELF

ROAFALF—EEERFD2MNEBEBDGCETISRIEZET 560D
45+1+45 15 E D 1 RE~F—74 )T DNAEL S

GTGCACCATCTGGACCTCAGTTCCCCTTCAAAGGGGTGGATGACCTTGAGTCCTG
GCCCTCTGTGTTTTATAATAGGACCTGCCAGTGCTC

(Mizuno S and Sugiyama F, et al. Mammalian Genome, 2014.)
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(Mizuno S and Sugiyama F, et al. Mammalian Genome, 2014.)



CRISPR/Cas9lZ LA & C57BL/6JT ™ XD {EHL

5718

-y

(Mizuno S and Sugiyama F, et al. Mammalian Genome, 2014.)
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Figure 1. Double muscling phenotype resulting from inactivating mutations in the MSTN gene. (a)Mstn~- mouse (left)
compared with a wild-type littermate (right). Reproduced, with permission, from Ref. [24]. (b) Belgian Blue bull.
Reproduced, with permission, from Ref. [6]. (c) Texel sheep (photograph kindly provided by Michel Georges). (d) ‘Bully’
whippet homozygous for a MSTN mutation (bottom) and a whippet heterozygous for the same mutation (top).
Reproduced, with permission, from Ref. [1].

from Se-Jin Lee Sprinting without myostatin: a genetic determinant of athletic prowess
null, Volume 23, Issue 10, 2007, 475-477
http://dx.doi.org/10.1016/j.tig.2007.08.008
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http://www.sciencedirect.com/science/article/pii/S0168952507002697#bib1
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