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Innovation in the Life Sciences

The life sciences are the driving force for innovation
in the 215t century

New Life Style
: : New Industry

New Discoveries New Products :
New Society
New Inventions New Services ew Economy
Science and Technojog Innovations Sustainable
In Life Sciences In Life Sciences World

Life : human, animal, plant,,,, || medicine, health, food,
energy, environment,,,




Death Valleys in the Life Sciences
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Warm-up Zones and Baton Zones
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Clusters for Innovation (1)

Institute for Biomedica
Res 1 Innovation
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Kobe City Kobe Citizens Hospital AL A 200
Kobe Univ., Kyoto Univ., Osaka Univ.
Big Enterprises Small Ventures



Clusters for Innovation (2)

The Kobe€ Medical Industry Cluster
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-
rnational Cooperation and Partnership (1)

Major Scientific Contributions of the RIKEN GSC since 2004

Completion of Human Genome Sequence
Chromosome 11 (Nature, March 2006 ), 18 (Nature, Nov. 2005 )

Comparative Genomics
Human-Chimp Chr.21 (Nature, May 2004 ), Chr.Y (Nature, Dec. 2005 )

Non-coding RNA/Transcriptome Complexity
Discovery of “RNA continent”  (Science, Sept. 2005 )
Complexity of Promoter Region (Nature Genetics, April,2006 )

Protein 3D Structure
2500 proteins will be analyzed by the end of 2006

Mutant Mice
Public Release of 223 Lines of Mice of Interesting Phenotypes (2006)
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The International Hapmap Project i H\I! |

Contribution in the Project

Canada 10.1% 2,4p
China 9.5% 3, 8p, 21

24.3% 5,11,14,15,16,17,19

UK 23.7% 1,6,10, 13, 20

USA 32.4% 4q, 7, 8q, 9,12, 18, 22, X,

lllumina 16.1
UCSF/WashU 2.0
MIT 9.7
BCM 4.6

The RIKEN SRC generated
24 .3% of the genotyping data.

The largest contribution among
the research centers that
participated in the project.

ional Cooperation and Partnership (2)

27 Detubar T005 | www.nature.com/mature
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THE HAPMAP
PROJECT

Chapter and verse on
human genetic variation

nanire

ARTICLES

A haplotype map of the human genome

The International HapMap Consortium®

Inherited genell‘: ation has ritic. I but as yet largely unchara:terized role in human disease. Here we report a
public databas f common va tl n the human genome: mo th one million single nucleotide polymorphisms
(SNPs) for which accur; d omp] e gen yp s have been ob d 269 DNA samples from four populaliuns,

luding ten 500-kilob reglons in wh h Ily all informa t abo t nmmo DMNA variatio h s been extracted.
These data d ument the generality of r bina unhctsp a blo klk of lin kg e dis: Ib rium and low
haplotype div tyi ading to substanti; I elatio fSNP wlthmay fth ghb W hwh wth
HapMap resource can guide h design d Iy f gen sociatio h d Ii gh structu riation and
recombinat and d ntify loci that may ha subjec t to na t I sel t d ng human evolutio
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tional Cooperation and Partnership (3)

Sharing new knowledge
- Genome sequence
- Protein structure

Exchange materials and information
- Bio resources
- Clinical data

Pro-Patent ‘ Pro-Innovation
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